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D Ee0SC

Galaxy in a nutshell
a platform that:

- provides graphical, OS-independent, controlled access to compute
infrastructure

- connects to repositories and registries of all sorts

- features a tool and workflow execution engine

Galaxy
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HeosSC Showcase:

Real-world Avian Influenza genomic analysis

bridging WorkflowHub, Galaxy and Zenodo

- dpWorkflowHub
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DeO0SC Step 1:
Logging in to Galaxy

= Galaxy Europe o Using 05 T at usegalaxy.eu/login/
Heeemer SRR e via LSLogin and MyAccessID
Yy wit
Public Name or Email Address
Qﬂlﬂ$inin
Password Network

Forgot password? Click here to reset your password.

= Galaxy

EUROPE

|72+ LSLOGIN |
O |AM4 ~fdi

| & soninwinmemnonzio | E I i lr

EOSC AAl (testing)

Recommended
Interoperability
Resources

& e Login with EGI Chack-in

Don't have an account? Register here.
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DeO0SC Step 1:
Logging in to Galaxy

= Galaxy Europe # = 4 ? Login  Register at Usega|axy.eU/|Ogin/

Welcome to Galaxy, please log in Via LSLOg i n and MyACCGSS I D
Public Name or Email Address e ."-..-"/' LS LOGIN

member of EQSC AAl Federation

Password
Forgot password? Click here to reset your passwor Find Your |I‘Istituti0n
Your university, organization or company .
: I
Login ™
' 2 EUROPE
[ S LS LOGIN ] Examples: Science Institute, Lee@uniedu, UCLA
£ Remember this choice  Learn More
@~ IAM4 A fdi

@
| &- Sign in with Helmholtz 1D I E ' ’ '
.

Recommended
2% Login with EGI Check-in (_;) MyAccessld LS LifeScience Hostel Interoperability
o Resources
Don't have an account? Register here, OR
#OEMPAS Social Providers v
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DeO0SC Step 1:
Logging in to Galaxy

T Galaxy Europe ?
& < — G AccessiD

Welcome to Galaxy, please log in

Public Name or Email Address = ."-..-"/' LS LOGIN

i Login with
member of EOSC AAl Federation
Password ‘ Frei bl_,ll'g‘
Forgot password? Click here to reset your passwor Find Your |I‘Istituti0n
Your university, organization or company U ﬁiVEI’Sit}u’ of Music Freibu rg
Login mh-freiburg.de
|
[ e e LSLOGIN ] Examples: Science Institute, Lee@uniedu, UCLA AlDer e >
el Remember this choice Learn More
@~ IAM4 A fdi
Catholic University of Applied Science...
| &- Sign in with Helmholtz 1D I L ty pp
kh-freiburg.de
EOSC AAI (testing) oR

Freiburg (i. Brsg.) University of Educat...

& Login with EGI Check-in (D MyAccessid .L‘E;\‘ LifeScience Hostel ph-freibura.de

Don't have an account? Register here, OR EVElI"IgE”SChE Hochschule FI’E‘ibLII'g
eh-freiburg.de
€OFMASG social Providers

University of Fribourg
ed by
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D Ee0SC

universitatfreiburg 1 AccessID «:7:+ LSLOGIN
m yLO gi n member of EOSC AAl Federation

The service Life Science AAl requires access to your personal data. Please, Authorization
r of the service to learn more about its commitments

read the Privacy
to protect your data.

Galaxy is a workflow platform. Upload your data, run tools and workflows to analyse it,
Login visualise the results.
Scopes

Wenn Sie einen Uni-Account besitzen, loggen Sie sich hitte User Information

UB-Account (UB-Kontonummer und Passwort, nicht PIN). The client is asking for the following information:

Name wolfgang Maier Q& openid
Benutzerkennung . This indicates an OpenID Connect authorization request.
Last name Maier .
e offline_access
‘ | ‘ ‘ First name Wolfgang This requests access for a refresh token used for offline access.
Email address maierw@informatik.uni-freibu Q& email
Passwort This requests access to the email claims.

| ‘ W Learn more about Galaxy Europe.
Technical Information

@ |earn about Galaxy Europe privacy rules.

Login Do you want to grant access to "Galaxy Europe" ?
Remember: ~ Just this time « Consent DENY ALLOW

Passwort vergessen?

Mit dem Login haben Sie flr bis zu 8 Stunden Zugriff auf alle An
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T Galaxy Europe

L. ¥ ox

o | search datasets
Lo Learn Galaxy with @

Avian Influenza Batch 1 s

Tools
& Default Storage
% o ° Es0ams B P2 =6
GalaxyAl - " = 5
| i
. Galax ining « .
L 1]}
Workflows N etwork 18: Batch 1 sequencing daa Li B |
= a list with 8 fastqsanger.gz pairs
Workflow 1: SRR_Acc_List.txt Kol ]
Invocations
[ |

Interactive

Tools *Anyone, anywhere in the world should have free, ] Ga Iaxy

Lent unhindered access to not just my research, but to the E U R O P E
L research of every great and enquiring mind across the
= spectrum of human understanding.” - Prof. Stephen
Histori ;
1SIOMES Hawk]ng A
™ eli Xir
History
Multiview q:l News More news
- Recommended
LangChain Text Splitters, the Missing Link when Processing Long Interoperability
bl Texts with LLMs e
B Circumvent context window limits of LLMs by splitting long texts into
manageable chunks
Reports
= Al4SOCIAL+ Online Kickoff

Libarica Al4SOCIAL+ project kickoff meeting on 1st October 2026 online Funded b
EOSC Symposium 2026 / 14 -eeees — — | GRAVITY the European Union



= Galaxy Europe Using 24.6 TB

(S Import Data [EEE  ®) asenced * History * 2 =
3: ( search datasets ¥ x
‘ Search import methods... x |
Upload |
y 2 [ upload from Computer Avian Influenza Batch1 /#
Tools Select and upload files from your local
i &= Default Storage
- Step 2:
Esamve H P w6 o2 p .
e i Paste File Content
ar &

.,_!_. Paste the content of a file directly . d f d
Workflows "Anyone, anwhere 18: Batch 1 sequencing daa W G et re q u I re re e re n Ce a ta
¢ Paste Links/URLs

i= Paste URLs to fetch and import data

Workflow from remote sources have fre e,
Invocations

in the world should a list with & fastesanger.gz pairs

from Zenodo

L]

1: SRR_Acc_List.txt s 7’

. unhindered access
@ Choose Remote Files

] | :

I - Select files from configured remote file 1o not just my
% sources or file repositories research, but to the
L g Import from Data Library research of every
Vfisualization Select files from Galaxy's data library great and enquiring
- ’ mind across the

= § Upload Composite Dataset
Hizterie: Upload a dataset made up of multiple spectrum of human
component files (e.g. Plink, AffyBatch) i "
m understanding.” -
History
Multiview 5 Explore Compressed Zip Prof. Stephen
Archive .
[ Browse and select files directly from a Hawking
S compressed zip archive either locally
or remotely
R N
Reports &% Data Source Tools ﬂ € More
Use Galaxy's data source tools to Wi NEVIS
E import data from various external s
Libraries sources
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= Galaxy Europe Using 24.6 TB = wolfgang-maier ~

< Activities | Tmport Data (B 8 ) Advanced > History + = =
3: ( | search datasets ¥ x
‘ Search import methods... x |
Upload |
y 2 [ upload from Computer Avian Influenza Batch 1
Tools Select and upload files from your local
L
- = Galaxy Europe St 2-
- ep 2:
GalaxyAl i Paste File Content # Activities

.......................................... Import Data “** / Choose Remote Files

LN Paste the content of a file directly N . d f d t
[ L 1]
e 1 | o | :quiread rererence data
(.'.@ Paste Links/URLs " Tip: You can add new remote connections in your user preferences or via
— Uploa
i= Paste URLs to fetch and import data the Connect New Remote Source bution € 2133
Woidon | from remote sources > from Zenodo
Deesone ; &= Target history: Avian Influenza Batch 1 (current) Choose another
O @ Choose Remote Files Tools
Im;;:twe Select files from configured remote file Browse a File Source below or | 4 Connect New Remote Source
e sources or file repositories Q
GalaxyAl
Lehal = Import from Data Library zenodo X
Vfisualization Select files from Galaxy's data library
EER .
— Mame Details
= % Upload Composite Dataset Workflows
ik ee Upload a dataset made up of multiple = B My Zenodo
m component files (e.g. Plink, AffyBatch) EE
Zenodo is an open-access
History Wiorkflow i ;
Multiview I5 Explore Compressed Zip Invacations digital repository created by
Archive -
) . CERM (the European
[ Browse and select files directly from a D . .
e compressed zip archive either locally — ® ® Zengdo Organization for Nuclear
or remotely Interactive 3 Research) to enable researchers
] Tools to share, preserve, and cite
Reports & Data Source Tools research outputs across various
o I‘.Jse Galaxy's data so&;rce tools to |L|I disciplinea.
= import data from various external 2 =
Libraries sources "."—.'suahzanon
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= Galaxy

Europe

Using 24.6 TB

¢ 1L3

L4 ﬁ\CTWIHE‘S Import Data - | Advanced » History + Euran
3: [ | search datasets L
Upload ‘ Search import methods... x \ & Activities I t D t Heta f Ch R t F'l
y 2 [ upload from Computer Avian Influenza Batch 1 1
Tools Select and upload files from your local e Tip: Browse files from connected cloud storage, FTP servers, or institutional
device - Galaxv Europe e data repositories
)
Galaxyhl s Wities . .
= @ Paste File Content A Activities I t Dat Beta / Ch # & Target history: Avian Influenza Batch 1 (current) Choose another
- Paste the content of a file directty =~~~ m DDr aila o/ Tools
[ L 1]
Workiows & Sources / Zenodo
(.'.@ Paste Links/URLs Tip: You can add new remote connections in you Q
= ; S the Connect New Remote Source bution
= Paste URLs to fetch and import data
Galaxyghl
Workflow from remote sources }‘ 15364748
e . & Target history: Avian Influenza Batch 1 |
O @ Choose Remote Files Tools . SR Details
Im;;:twe Select files from configured remote file Browse a File Source below or | 4 Connect Workflows
i sources or file repositories Q Influenza genomics
— = Mo details available
Galaxyal — resources for Galaxy
4l i zenodo =
L 5 Import from Data Library Workflow
Visualization Select files from Galaxy's data library R,
EER
— Mame Details
= 2 upload Composite Dataset Workflows
I Al Upload a dataset made up of multiple = B My Zenodo
m component files (e.g. Plink, AffyBatch) EE
Zenodo is an open-access
History Wiorkflow i ;
Multiview ] i’F":?’e Compressed Zip i digital repository created by
rcnive
] ) CERM (the European
[ Browse and select files directly from a D p
: T Organization for Nuclear
S compressed zip archive either locally -_— & m Zenodo
or remotely Interactive 3 Research) to enable researchers
] Tools to share, preserve, and cite
Reports & Data Source Tools research outputs across various
_ I‘.Jse Galaxy's data so&;rce tools to |L|I disciplines.
= import data from various external 2 =
Libraries sources w
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= Galaxy

| & Activities

Workflow
Invocations

]

Interactive
Tools

Lt

Visualization

Histaories

History
Multiview

6]
Datasets
B
Reports

Libraries

L

.............. Recent....|

Notifications

Europe

Import Data " / Choose Remote Files

Tip: This is ideal for accessing datasets stored in cloud services without
downloading them locally first

£ 313 >

& Target history: Avian Influenza Batch 1 (current) Choose another

Sources / Zenodo [
search files and folders
e
4-HAfasta
2-PB1fasta
1-PB2fasta
6-NA.fasta
5-NP.fasta
8-NS.fasta
7-MP.fasta
3-PAfasta
[ ] README.md
ref_parse.py

Infl

Name

r es for ...

Details

68.1 MB « Friday May 9th 12:9¢
49.6 MB « Friday May 9th 12:0¢
568.1MB » Friday May 9th 12:05
42,8 MB « Friday May 9th 12:0¢
308.3 MB « Friday May 9th 12:0¢
16,7 MB « Friday May 9th 12:89
20.5 MB « Friday May 9th 12:@¢
48.3 MB « Friday May 9th 12:0¢
472 b « Friday May 9th 12209:12

3 KB « Friday May 9th 1220912

> History +

‘ search datasets

Avian Influenza Batch 1

&= Default Storage

Eaname H 9
HH
18: Batch 1 sequencing daa

a list with & fastqsanger.gz pairs

1: SRR_Acc_List.txt
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= Galaxy Europe Using 24.6 TB o _Wwolfgang-maier ~

| @ Activities Beta » Histo = =
. ry + = =
Import Data / Choose Remote Files
& x
| Tip: This is ideal for accessing datasets stored in cloud services without ‘ SR v
| Upload downloading them locally first £ 313>

r - _
| Toas &= Target history: Avian Influenza Batch 1 (current) Choose another ? Ga Iaxv Eur':’pE US][‘IQ 24,ﬁ TB = ":"'J":?l.Tgﬂg-ITIEHE‘T' T

| Sources / Zenodo / Influenza genomics resources for ...

L) i

_ A Activities a . ; i ==
| L coaen fles and foders X | i Loading.. Pty T E =
._!_“ .
Workdlows & i —— " ‘ search datasets ¥ x
= 4-HA fasta 60.1 MB « Friday May 9th 12:€ Qpln::ad -
Workflow 2-PB1fasta 49.6 MB « Friday May 9th 12:¢ i Galaxv
Hivocabions 1-PB2.fasta 50.1MB « Friday May 9th 12: }r Avian Influenza Batch 1 e
) 2 L : _
Im;;me 6-MAfasta 42.86 MB Friday May @th 12:¢ Tools New G a Iaxy Pa per! =
o 5-NP.fasta 38.3 MB « Friday May 9th 12:( = Default Stgrage
fat a-NS.fasta 16,7 MB = Friday May $th 12:8 Q - _ .
L oo 7-MP.fasta 20.5MB « Friday May 9th 12: Galaxyal E1e4ce B ®: B =|as &
— 3-PAfasta 48.3 MB « Friday May 9th 12:(
-
Histories [ ] README.md 472 b « Friday May 9th 12:09;
EEE
m | ref_parse.py 3 KB « Friday May 9th 12:09:1 Warkflows 3'5: Aw I'E'f'E'I'EI'ICE dﬂtﬂ
e — a list with & fasta datasets
| - —
& o
| Datasets Workilow = —
[ T 18: Batch 1 sequencing data i I |
| B Invocations
Reports a list with & fastgsanger.gz pairs
= ]
Libraries Interactive 1: SRR_Acc_List.txt B 750
Tools
= |
------------ g “Anyone, anywhere in the world should have free,
0 Lt
Halfosiiae Visiiafizatin unhindered access to not just my research, but to the
More
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DeO0SC Step 3:

Getting an analysis workflow from WorkflowHub
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= Galaxy Europe

€ Activities Import Data - @ ) Advanced

[ Search import methods... x

I" g Upload from Computer e

Tools Select and upload files from your local o
device e p L]

@ Paste File Content

e — 3 Getting an analysis workflow

@ Paste Links/URLs

: in the
= Paste URLs to fetch and import data

iy | e from WorkflowHub

unhir
. @ choose Remote Files
- Select files from configured remote file to nc
nirastive sources or file repositories
Toos B rese:
B S Import from Data Library rese:
Visualization Select files from Galaxy's data library great
= % mind
§ Upload Composite Dataset
Hislotes Upload a dataset made up of multiple spec
component files (e.g. Plink, AffyBatch)
m = unde
History =
e ) Explore Compressed Zip Prof.
Archive
[ Browse and select files directly from a Hawt
Datascts compressed zip archive either locally
or remotely
Reports &3 Data Source Tools qﬂ
Use Galaxy's data source tools to
E import data from various external
Libraries sources
Iy Lan
& Import History Spli
Import an entire history from a file or Mis
URL Pro
Tex
n""i Import Workflow Circ
Import a worK\Iifw from a file or URL win
More LLMW
long

- All import methods loaded -
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Europe

Galaxy Europe

€ Activities Import Data - ® ) Advanced

A Activities Beta
A - Import Data / Import Workflow
Upload | Search import methods.. | x -&
L G Ve | Tip: Import workflows from Galaxy Workflow files or public URLs ¢ 174 >
I" Upload from Computer o
= : » Import Workflow

Tools Select and upload files from your local °

- device Tools e p (]
e [ Paste File Content *

SSNe TR omen b Select Import Method = TRS Import Method 3 Select workflow

. Paste the content of a file directly — G tt . | * kfl

LL]}
e | | Ay b etiing an analysis WOrkriow

Paste Links/URL: - Z
— e i in the S Choose how to import from the workflow repository.
= Paste URLs to fetch and import data

i, [ Lo e e from WorkflowHub

. Imvocations
@ choose Remote Files

|
- Select files from configured remote file to nc | |
nirastive sources or file repositories .
Tools P9y rese: Interactive:
Took i e
) = Search workflo_ registries
B S Import from Data Library rese:
R : ; g Lt Search for workflows across configured GA4GH servers.
Visualization Select files from Galaxy's data library greal
Visualization
— " mind
- § Upload Composite Dataset 1
Hislotes Upload a dataset made up of multiple spec Histories
component files (e.g. Plink, AffyBatch)
m = unde m
History .
i . Explore Compressed Zip Prof. History 0
Multracwe & s Multiview
Archive _
[ Browse and select files directly from a Hawt £ TRS URL
B compressed zip archive either locally
atasets Datasets

or remotely Import directly from any GA4GH server with a TRS URL.

B ]

Reports &3 Data Source Tools qﬂ Moo,
Use Galaxy's data source tools to
E import data from various external ]
Libraries sources Libraries y
* - : .
& Import History Spli
. ; p it E’I; Recent
Import an entire history from a file or Mis
Exports TRS ID
URL Pro
: Tex When you know the TRS ID for a workflow in one of the configured GA4GH
n""i Import Workflow Circ ARy
- { | n b
Import a workflow from a file or URL wan
More ) LLM

- All import methods loaded - long

o mar ﬁ

Motifications
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Europe

= Galaxy Europe

= Galaxy Europe

€ Activities Import Data - ® ) Advanced

A Activities Beta
L - Import Data / Import Workflow # Activities Beta
unog || Search import methods.. X Y Import Data / Import Workflow
- : G | Tip: Import workflows from Galaxy Workflow files or public URLs ¢« 174 3
Upload ; . o ; :
}' g Upload from Computer Im it Workﬂow Niad Tip: Le;ar|.1 miore about building and sharing workflows at the Intergalactic Workflow
Tools Select and upload files from your local H p T Commiseion: https:/Viwe galaxyproject.org! « 34
device Tools }4
e Import Workflow
GalaxyAl L] Tools
@ Paste File Content nat ° Select Import Melhod-o TRS Import Method 3 Select workflow
. Paste the content of a file directly o -,
LL]}
o A = e Select I Method TRS I t Method Search kflo
) Paste Links/URLs . . elect Import Method = mport Method = arch workflows
— b in th Horkllows Choose how to import from the workflow repository.
= Paste URLs to fetch and import data fr )
Workflow from remote sources have = ek fes
Invocations ) Workflow B . B .
) unhit Imvocations Search for workflows in TRS repositories
= @ choose Remote Files ( =
- i i il to nc
Interactive select files f.rom con‘hgu.red remote file 2 Q Workfiow TRS Server: workflowhub.eu ~
S sources or file repositories reEs et e it
Tools ik - .
- Search workfla__registries :
Lt S Import from Data Library rese: l sfligsia B
o . : . Lt Search for workflows across configured GA4GH servers. o
Visualization Select files from Galaxy's data library great Imteractie
Visualization g S
Tools
= 4 mind Name Description Organization
= § Upload Composite Dataset - P H
istori il
Hislotes Upload a dataset made up of multiple spec Histories 24
i component files (e.g. Plink, AffyBatch) d Visualization influenza- This workflow performs
unae g
m isolates- subtyping and consensus
History 3 iy 0 - o :
e G Explore Compressed Zip Prof. e 0 - consensus-and- sequence generation for...
Archive Multiview . i -t o X
Hawt Histories suDtyping/main batches of Illumina PE
Browse and select files directly from a
L o R RlEe o TRS URL
Datascts compressed zip archive either locally e . . m
or remotely Import directly from any GA4GH server with a TRS URL. g
a HIEIEy Select a version
E E Multiview
Reports &3 Data Source Tools qﬂ Moo, o5 .
Use Galaxy's data source tools to B
E import data from various external ] Duiacets . . ) .
o P Name: influenza-isclates-consensus-and-subtyping/main
Libraries sources Libraries
Description:
Lan ] 5 ;
.t F S 3 This workflow performs subtyping and consensus sequence
&= Import History Spli Reports : i
_ ; , i Recent ——— generation for batches of Ilumina PE sequenced Influenza A
Import an entire history from a file or Mis e TRS ID I
URL Pro E isolates.
Tex When you know the TRS ID for a workflow in one of the configured GA4GH R . . o
f o Libraries Organization Intergalactic Workflow Commission [IWC)
n""i Import qukﬂow Circ Servers.
Import a workl‘ﬂifw from a file or URL wirni *
More ) LLM

All import methods loaded long Recent
- = = e ra
Back MNext s

Matifications
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DeO0SC Step 4:

Performing the analysis

= Galaxy Europe

W Activities : — =
...................................... | + Create || £ Import | > History + &7 =
.'L h dataset ¥ X
Workflows shared with me Public workflows Search aatasets
Upload
}r | Search my workflows by query or use the advanced filtering options ¥ x ﬂwian Inﬂuenza Batch 1 i
Tools s
Sort by w Update time Dm & Default Storage
., || Select
all = -
GalaxyAl Filter:| B Show delsted || o Show bookmarked E E1684G68 9 *: B T &
ar o
i In Influenza A isolate subtyping and consensus # i= Oy ~
| = mewer run -
Workflovws = = 9 : 36: AIV reference data T
sequence gEﬂEfﬂ.‘l‘lDl’l
o This workflow performs subtyping and consensus sequence generation for batches of Illumin... & list with & fasta datasets
o B Add Tags ® m Bt 1 e dats ©® £ =
Invocations i e o ng u
- [# less than a minute ago I¥ Copy | & Download | < Share | | (& Edit | n a list with & fastgsanger.gz pairs
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DeO0SC Step 4:

Performing the analysis

= Galaxy Europe Using 24.6 TB & wo

W Activities

. g > History + =2 =
-------------------------------------- &5 Workiflow: Influenza A isolate subtyping and A R - - R - S e Run Workflow
_'L consensus sequence generation (Version: 1) e search datasets ¥ x
Upload 0 | 2 Wolfgang Maier | | & Viktoria Isabel Schwarz
edited T minut 2. Aaron Kolbecher | | - Saim Momin .
y2 ) itisnct 1 g g LK ] ["__ ] Avian Influenza Batch1 #
i= MEVer Fum
— This workflow performs subtyping and consensus sequence generation for batches of Illumina P... & Default Storage
-
Z164GE B *: B @ 2
Galaxwil
References per segment collection * W' o <
aEm
Workflows ) . . 36: AIV reference data |
e & collection of influenza A reference sequences organized by segment
o a list with 8 fasta datasets
o= B 36: AIV reference data - @ | + Create
Workflow . -
R 18: Batch 1 sequencing data [ I
0O a list with & fastgsanger.gz pairs
- Sequenced paired-end data ° W' ] i
Interactive 1: SRR_Acc_List.txt = Pl |
Tool
— Paired collection of forward and reverse reads of the sequenced isolate
e 18: Batch 1 sequencing data - & =+ Create

Visualization
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Relax and let Galaxy’'s workflow engine do the hard work for you

D Ee0SC

= Galaxy Europe Using 24.6 TB
& Activities » History + 2 =
4 5 Invoked Workflow: Influenza A isolate subtyping and consensus sequence generation (Version: 1) @ M Cancel < p Bun  C Remn
L @ invoked less than a minute ago 11 of 565 steps successfully scheduled.. Q' [ 2 Wolfgang Maer | | & Viktoria Isabel Schwarz | | & Aaron Kolbecher | |2+ Saim Momin search datasets ¥ 0%
Upload &= History: Avian Influenza Batch 1 (current) 17 of 23 jobs complete {total number of jobs will change wntil all steps fully scheduled).. = never run )
2 Avian Influenza Batch1 ~#
Steps Inputs Outputs Report Export Metrics L= ] 0
Tools
& Default Storage
= s T
12% GB 7 1 a7
GalaxyAl = 8 L e
| i -]
11}
Workflows © 95:Parse parameter valueo & / @
n dataset 75
Workilow i 94 Parse parameter value o & /' W
Invocations n dataset 74
a 2™ 40: fastp report P |
Interactive
el a list with 8 html datacets
I ®,
Visualization
<’* 48: fastp-processed data |
-
a list with 8 fastgsanger.gz pairs
Histories
m ; =
36: AIV reference data P
History
Multiview a list with & fasta datasets
[ 18: Batch 1 sequencing data WV |
Datasets
PR R a list with & fastgsanger.gz pairs
1: SRR_Acc_Listixt B/70
Reports
Libraries
Recent
Exports
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D Ee0SC

= Galaxy Europe Using 24.6 TB
& Activities . . . » History + = =
# 5 Invoked Workflow: Influenza A isolate subtyping and consensus sequence generation (Version: 1)

L @© invoked about 1 hour ago 56 of 56 steps successfully scheduled. © [ 2 Wolfgang Mater | | & Viktoria Isabel Schwarz | | &~ Aaron Kolbecher | | & Saim Momin search datasets ¥ | X
Upload & History: Avian Influenza Batch 1 (current) 537 of 537 jobs complete. (= _workflow runs: 1) ) )
2 Avian Influenza Batch1  #

Metrics Q |
Tools i
= Default Storage
& 233GB 24 W1 =135 &
GalaxyAl E - . S
ar -
11}
Woekdlows 1299: IQ-Tree per-segment report # W
R a list with 8 iqtree datasets
Workflow _J
Invocations
1297: I&-Tree per-segment ML dist # §
a ance matrix
Lt tmiey a list with & mildist datasets
Tools
|
Lt
Visualization 1206: IQ-Tree per-segment ML tree # &
- a list with 8 nhx datasets
-
Histories 1203: dataset 1173 and cellectio @ # §
m n 1267 (filtered)
History a list with 8 fasta datasets
Multiview
1276: Snipit plots per segment Fa |
Ba
a list with & png datasets
Datasets
Reports 1267: Multiple sequence alignment # §
# s per segment
5 a list with & fasta datasets
Libraries
% u‘:’D; 1265: dataset 1172 and collectio @ # &
s n 1248 (filtered)
Recent
Exports — 25% + a list with & fasta datasets
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(D E0SC

A Activities MP O oW > History + 2 =
X search datasets ¥ | x
Upload
ya Avian Influenza Batch 1  #
Tooks wsowe WaBe  GREEHEEHE-E SE 7 FF 5 NEE BB sf SF SF BesER  BFE GF G GeMiEss f P % FeOEEEE: R EisE B GEEGEEECE HiGE ; Bei EeGECEE < B RE: G OBeE REGE OB OB sef s -
woncore Mofla § sefac@fc8 £ of on B HE BE Fo: <f:<E Ro-EiE AE iy 1 sc@iBosf: B ToMUEE: B ccf B:  M<WMEcB:H r<f = scsfer sfr < He<zNM: : Bex tH-f BE  scf < & Default Storage
& EEEHTEE T R R e B O 6 “ TNE Ehs cald Wosd & «ErE e o Burtadrecaae @& Tehhees & 6 s BrE 1T BMoRER WoRBErcal <@ ccc@er af “RNs AR Eur rTETe =z Taead o
e BoRorllorsla-NE-H & | bf « FHE B asfl Mool B =E-H B8 H:7 sdcRiEa:B: B rofMEE TR :f BYE  EH-HEE B-AEMr:f 8 cscfsz sE7 oEH- BE: G Hod TEiE B Fockf - 23368 ®22 W1 W &
Ealamal B ¥ cEoroRlc EWEc TRERc Roro CATACR &S g o1 ATR = cCeacen ® THE TERNTEcc® EEoErosrcoMEE TRA ATRETE TRE B8 Bc ® = o3 T EBe ToRTEE A3 A oaT srRTETET fol LR
ar k-]
11
Workflows 1348: Export logs -
; 746: Subtyping Results - o x in - =
HA - 1 % BATree per-segmentreport # W
Workflow SRR32604775 ;
i SRR32804775 HiN1 | oL
C . - fisi S — >Consensus_HA_threshold 8.7 quality 2@
= Overage across reterence GEAAAACAAAGCAACAAMAATGAAGGCAATACTAGTAGT TATGCTGTATACATTTACAACCETAAATGCAGACACATTATGTATAGG TTATCATGCGAACAATTCA
) L T ACAGACACTGTGGACACAGTACTAGAAAAGAATGTAACAGTAACACACTCTGTCAATCTTCTAGAAGACAAGCATAACGGARAACTATGCARACTAAGAGGGGTAGT : =
e CCCATTGCATTTGEGTCAATGTAACAT TGCTEEC TGGATCC TEGGARATCCAGAGTGTGAATCACTCTCTACAGCAAGATCATGGTCCTACATTGTAGAAACACCCR  17E€ Per-segment ML dist /&
e SRRI2BO4TTE HEN2 ATTCAGACAATGGAACTTGTTACCCAGGAGATTTCATCAATTATGAGGAGC TAAGAGAGCAATTGAGCTCAGTGTCATCATTTGAAAGGTTTGAAATATTCCCTAAG  Atrix
Ct GCAAGTTCATGGCCTAATCATGAC T GGACAATGGTGTAACGECAGCATGTCC TCACGCTGGAGCAAAAGGLTTCTACAAARACTTGATATGGETGETTARRARAGG |
Lt SRRI2868526 HEN2 AABATCATACCCAAMGATCAAACAAACCTACGTTAATGATCAAGGGAAAGAAGTCCTCGTGCTGTGEGECATTCACCATCCACCCACTATTACTGACCAAGAAAGTC | & ISt datasets
Visliaksatian TCTATCAGAATGCAGATGCATATGTTTTTGTGGEGGACATCAAGATACAGCARGAAGTTCAAGCCGGAAATAGCAACAAGACC CARAGTGAGGGATCAAGCAGGGAGA
sa.000{ SRR32868527 HIING ATGAACTATTACTGGACACTAGTAGAACCGGGAGACARAATAACATTCGAAGCAACTGGTAATCTAGTGECACCGAGATATGCATTCACAATGGAARAAGATGCTGE
- T 2 & ATCTGGTATTATCATTTCAGATACACCAGTCCACGATTGCAATACAACTTGTCAGACACCCGAGGGTGCTATAAACACCAGCCTCCCATTTCAGAATGTACATCCGA =
- o) N . SRR32074125 HINT TCACGATTEGEAAATGTCCARAGTATGTGAGAAGCACAAAATTGAGACTGECCACAGGAC TGAGGAATETCCCGTCTATTCAATCTAGAGGCCTGTTCGEGGCCATT  A-Tree per-segment ML tree /&
Histories +5 000/ GCTGRCTTCATTGARGGGGGGTGGACAGGGATGETAGATGGATGGTACGGTTATCACCATCAAMATGAGCAGGEGTCAGGATATGCAGCCGATCTGAAGAGEACACA
2300 SRR32974126 HiM AAATGCCATTGATAAGATTACCAACAAAGTAAATTCTGTTATTGARAAGATGAATACACAGTTCACAGCAGTTEGTARAGAGTTCAACCACCTTGARAARAGAATAG | emel
m ) AGAATCTAANTARARAGGTTGATGATGGTTTCCTGGACGTTTGGACTTACAATGCCGAACTGCTEGTTCTACTEGARAALGAAAGAACTTTGGACTATCATGATTCA
an | AATGTGAAGAACTTGTATGAARAAGTAAGAAACCAGT TAALAAACAATGCTAAGGAAATTGGAAACGGCTGCTTTGAATTTTACCACARATGCGACAACACATGCAT  itaset 1173 and collectio @ / &
e ] GEAMAGTGTCAAGAATGEGACTTATGACTACCCAAAATACTCAGAGEAAGCARAAT TAAAC AGAGAAAAAAT AGATEGAGTAAMGETEGACTCAACAAGEACTTACC (filtered)
oo
AGATCCTGGCAATCTATTCAACTGTTGCCAGT TCATTGGTGCTGETAGTCTCCCTEEGGGCAATCAGCTTCTGEATGTGCTCCAATGGETCTCTACAGTGTAGAATA
& w5 TGTATTTAACATTAGGATTTCAGAATAATGAGAAAAAMAC |8 fasta datasets
£a 5 mom
£ 323001
Datasets § Tl 1ipit plots per segment Fa |
27.500{ phylocanvas - o x
E 25,000 i 8 png datasets
2300
Reports 20000
17300 «
18,000 SRR32804775 |HA
= 1230 ,. | 1267 Multiple sequence alignment # §
10000 /
Libraries = s per segment
;_x SRR32804776 |HA
X S 2 list with 8 fasta datasets
\
I B _ ® SRR32868527 | HA
E!T_m; . ] / 1265: dataset 1172 and collectio @ # W
Exports # .
s /. SRR32804777 |HA L ias (TRoarw)
=
ol S SRR, L T SN SRR - W, S N AN ir S P RN SU (A U 3 ~ \\ & list with 8 fasta datasets
EosHianibR) ".\ < SRR32804778 |HA
Coverage — GC content(3) - - mean GC content] . '\\ 1248: Per-segment consensus sequ # &
G 3 ® SRR32868526 |HA ences with samples combined
\
ﬂ e 2 list with & fasta datasets
N SRR32974125|HA
Notifications N E3
\
'® SRR32974126 | HA
1805:; Per-sample consensus seque # W
More . —

neces

& list with 8 fasta lists
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HeoscC Step 5: Exporting analysis artifacts

Planned intervention: On Tuesday, October 13th, 06:00 UTC, Zenodo will be unavailable for 3-5 minutes to perform an infrastructure cluster upgrade.

Select the community where you want to submit your record. Select a community

Draﬂ o

[ =] Sja_ve draft | ‘ @ Preview |
\ | 7 ;X
.
[l Digital Object Identifier :
Do you already have a DOI for this upload? Yes, | already have one e No, | need one
[ GetaDOInow © Visibility *
Reserve a DOI by pressing the button (so it can be included in files prior to upload). The DOl is registered when your upload is published. Files only
@ Resource typel -
Public
Dataset - ‘ The record and files are publicly
accessible.
& Title*
Avian influenza batched analysis results
Options
‘ LS Add titles Apply an embargo (D
| | Record or { ion must be restric

i Publication date

-10- Funded by
2026-10-06 the European Union




) EOSC

Label

MW Avian influenza batched analysis results

I IWC workflow tests datasets - Slmesh-ba.ud shared strain detection from paired-end metagenomic data
I ProteomIGon sample files for Peptide Spectrum Matching Tool

I sample mzml file for testing_the MzMLToMzLiteIonMobility Tool

M ProteomIGQon-PSMBasedQuantificationTIMs
Galaxy User's FTP Directory

I ERGA Nextcloud ERGA Pilot storage provided by BSC - B
M CRG COVID data - staging Center for Genomic regulation COVID19 FTP server M spatialdata Galaxy wrapper test-data
I Genome Ark Test Instance Access to Genome Ark open data on AWS, W Test data for raceid tool
W Gilsbach S3 ElementBio Access to an ElementBio S3 bucket
Il squidpy test data
W Test Data for KAT tool
W Galaxy WebAtlas pipeline test-data
8 Galaxy Dataset for CRAG Tool
W Test data for Galaxy IUC Seurat Tools V6
W snapatac2 test-data
Il Galaxy ONT dataset for HiFiasm tool
I Test Dataset for PIRATE tool

I Practical webby FDOs With RO-Crate and FAIR Signposting: Experiences and Lessons Learned

— |<Back| L4 :.234) »
= Create new —
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CHeOsC Step 5: Exporting analysis artifacts

Using 24.6 T8 Avian Influenza Batch1 #

# Export datasets fo repositories (Galaxy Version 8.1.8)

Tool Parameters

What would you like to export?

Datasets using their Galaxy name and extension -

Choose your datasets *

C & .

switch to column select

Datasets must have unique names

Directory URI *

J 09b7387c-f@ae-41be-b79c-3aec4Bcata3d  f 23321355 f

enter directory name

Directory Path: gxuserfiles://d%b7307c- flae-41be-b79c-3aecd4fcabaldd /23321355

Include metadata files in export?
® ) No

Examples of metadata files are bam, cram and vcf indexes that can be regenerated from raw data

Select which characters should be stripped from the exported paths *

Sanitize / b

Additional Options
Email notification
| Ne

a
Send an email notification when the job completes.

Attempt to re-use jobs with identical parameters?

) No
This may skip executing jobs that you have already run.
Output Tags
Add tags B

Enter tags to apply to the output datasets in your history (e.g., 'sample’). Tags starting with '#' (e.g.,, '#sample?’} will propagate to datasets
derived from these outputs. Tags help you organize and search your history.

Tutorials

There is 1 tutorial available which uses this tool. View all tutorials referencing this tool. [

» History + 2 =
-
search datasets ¥ | & Default Storage
Avian Influenza Batch 1 # =233GB B P22 B W35 o

&= Default Storage

ar o
=233GB %23 W1 WE &
i 9 1348: Export logs s 7
1886: Extract element identifierso # §
n collection 16208

u}

Add Tags @

1 hine
format txt, database 7

a list with & et datasets

767: QC reports for mapping result #
s

3 list with & hitml datasets B&few L&
&5

[

1 out of 1 files have been exported.

765: Split BAM by reference on coll #
ection 756

a list with & bam lists

1299: IQ-Tree per-segment report & &

756: Final read mapping results ra

a list with & bam datasets

a list with 3 igtree datasets

746: Subtyping Results

] A

718: Hybrid reference genomes use #

St 1297: 1Q-Tree per-segment ML dist # &

a list with 8 fasta datasets |
ance matrix

617: seqtk_subseq on collection 35 # ; 3 :
6 and 552: Selected sequences a list with & mldist datasets

a list with & fasta lists

552: Select first on collection 487 #

a list with & tabular lists

422 successful VAPOR runs - clos  #
est references

a list with & tabular lists

FIRENZE N EeOnSC | GRAVITY

Funded by
the European Union




HeosC Step 5: Exporting analysis artifacts
Avian Influenza Batch1 # m _ Communities My dashboard Q +-

= Default Storage

Planned intervention: On Tuesday, October 13th, 06:00 UTC, Zenodo will be unavailable for 3-5 minutes to perform an infrastructure cluster upgrade.

223366 B P4 W1 W3z 2
di o Select the community where you want to submit your record. Select a community
1348: Export logs 70
Add Tags
g w _— Draﬂ —o
1 line ' L
, — ~ =] Save draft ‘ @ Preview
HBAEE S AR Storage available 1 outof100files 137 bytes outof5000GB | €&  Manage storage | ‘ N
B&fy O wm T 1 Publish
Preview @ Filename Size Progress
1 t of 1 fil h b rted.
o B Subtyping_Results.tabular (o4 glae
md5:38eadad57Geal092c08914267cd274a5 @ 137 bﬁes @
129%: IQ-Tree per-segment report # W
© Visibility *

a list with 3 igtree datasets

Drag and drop files or- 2 Upload files Falesonly _
Public Restricted

1297 IQ-Tree per-segment ML dist # &

ance matrix Public
list with & mildist dataset . ” I . The record and files are publicly
Erin e A\ File addition, removal or modification are not allowed after you have published your upload. "

Basic information L 4
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HeosC Step 5: Exporting analysis artifacts

= Galaxy Europe Using 24.6 TB
# Activities » History + 2 =
2 &5 Invoked Workflow: Influenza A isolate subtyping and o ion (Version: 1)
L @ invoked about 1 hour ago 56 of 56 steps successfully scheduled. © [ 2 Wolfgang Maier | | 2~ Viktoria Isabel Schwarz | | & Aaron Kolbecher | |2~ Saim Momin search datasets ¥ X%
Lo & History: Avian Influenza Batch 1 [current) 537 of 537 jobs complete. (3= workdlow runs: 1) .
F Avian Influenza Batch1 #
Steps Inputs Outputs Report Export Metrics Q
Tools
& Default Storage
L] o
223366 H 924 W1 Ri35 2
Galaxyhl
ar -]
LR
iaw
Workflows 1299 IG@-Tree per-segment report  # §
e a list with & iqtree datasets
Workflow —J
Invocations
1297: IQ-Tree per-segment ML dist » &
jm} ance matrix
[tetmie a list with & midist datasets
Tools
|
[
Visualization 1206: IQ-Tree per-segment ML tree # &

a list with 8 nhx datasets

-
-
—_ 1203: dataset 1173 and collectio @ # §
m n 1267 (filtered)
History a list with & fasta datasets
Multiview
1276: Snipit plots per segment |
=]
b a list with 8 png datasets
atasets
Reports 1267: Multiple sequence alignment # §
# s per segment
5 a list with & fasta datasets
Libraries
x |_|D ] 1265: 1172 and collectio @ # &
E3 n 1248 (filtered)
Recent
Exports - 25% + a list with & fasta datasets
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HeosC Step 5: Exporting analysis artifacts

= Galaxy Europe

A Activities

» History = 2 =
-------------------------------------- # it Invoked Workflow: Influenza A isolate subtyping and consensus sequence generation (Version: 1) & = B Bun & Rerun
L mvoked about 1 h O |2 Wolfgang Maier | | 2 Viktoria Isabel Schwarz | zearch datazets ¥ x
Upload (D invoked abaut T hour ago 56 of 56 steps successfully scheduled. 2. Aaron Kolbecher [A'M]
e & History: Avian Influenza Batch 1 (current) 537 of 537 jobs complete.
F Avian Influenza Batch1 #
Tools Qverview Steps Inputs Outputs Report Metrics ey
= Default Storage
= =
it 23368 B P24 W1 Wiz &
Invocation Export Wizard s o
Workflows 1299: IQ-Tree per-segment report  # §
o a list with 8 iqtree datasets
= o Select output format 2 | Select destination 3 | Expaort
Wiorkflow —l
Invocations
1297: IQ-Tree per-segment ML dist B
] Select the format you would like to export the workflow invocation to and click Next to ance matrix
Imeractive continue. a list with 8 mildist datasets
Tools
A
Lt
A Research Object Crate BioCompute Object Compressed File 1296: IG-Tree per-segment ML tree # §
a WorkﬂOW Run _ Export the invocation to a & Bt with 8. mbo datassts
compressed File containing the
Histories {@} RO_Crate invocation data in Galaxy native 1203: dataset 1173 and collectio @ # §
m Learn more [4 3 format. n 1267 (filtered)
History L roine [} a list with & fasta datasets
Multiview
1276: Snipit plots per segment P |
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Step 5: Exporting analysis artifacts

O Ee0SC

User Preferences / My Repositories / Create New

Select file source option to create new sources. These options are configured by your Galaxy adm

Search file source option

Onedata =%

If you have an Onedata account, you can use this repository to import and export your data directly from and to Onedat
The minimal supported Onezone versien is 21.82.4, More infermation on Onedata can be found on Onedata's website.

Amazon Web Services Private Bucket 23

Setup access to a private AWS bucket using a secret access key.

Amazon Web Services Public Bucket 2%

Setup anonymous access to a public AWS bucket.

Azure Blob Storage &

Setup access to your Azure Blob Storage.

B2DROP by BSC &5
B2DROP is a Nextcloud to sync and share your research data provided by BSC.

B2DROP by EUDAT =5
B2DROP is a Nextcloud to sync and share your research data provided by ELUDAT.

Dataverse z5

The Dataverse Project is an open-source web application for sharing, preserving, citing, exploring, and analyzing researn
enables institutions and researchers to host and manage datasets with rich metadata and persistent identifiers. This cc
allows you to connect Galaxy to a Dataverse instance of your choice.

Mote: Your registered email address will be used to create datasets in Dataverse.

Dropbox %#

Connect to your Dropbox account to download and upload files.

eLabFTW =5

eLabFTW is a free and open source electronic lab notebook from Deltablot. It can keep track of experiments, e
from a research lab. Each lab can either host their own installation or go for Deltablot's hosted solution. Here yc
eLabFTW instance of your choice.

FTP Server &5

Setup connections to FTP and FTPS servers to download and upload files. Enable TLS to secure the connection

Google Drive £

Configure your Google Drive account to accept file uploads. Only files uploaded by this Galaxy instance can be

Hugging Face Hub & "®
Hugging Face Hub is a platform for sharing machine learning models and datasets. Using this plugin you can o
Face Hub to access public or private machine learning models repositories.

InvenioRDM s
InvenioRDM is a research data management platform that allows you to store, share, and publish research data
Invenio framework and is designed to be highly customizable. Here, you can connect to an InvenioRDM instanc

OMERO &5

Connect to an OMERO server to browse and import images stored there. You can connect to the Image Data R
own OMERO server instance. When connecting to IDR, you can use the public credentials (username: "public”, |

RSpace &5

RSpace is an electronic lab notebook (ELN) designed for documenting, managing and sharing scientific data. T
configuration allows you to connect to an RSpace instance of your choice.

S3 Compatible repositories with Credentials 2

The APIs used to connect to Amazon's 53 (Simple Storage Service) have become something of an unofficial st
storage across a variety of vendeors and services. Many vendors offer storage APIs compatible with $3. Here, yo
based repository as long as you have the relevant credentials.

WebDAV (e.g. Nextcloud, Owncloud, Opencloud) &5

Under the patronage of

Zenodo =% <

Zenodo is an open-access repository for research data, software, publications, and other digital artifacts.
It is developed and maintained by CERN and funded by the European Commission as part of the
OpenAlRE project. Zenodo provides a free platform for researchers to share and preserve their work,
ensuring leng-term access and reproducibility. Zenodo is widely used by researchers, institutions, and
organizations to share scientific knowledge and comply with open-access mandates from funding
agencies.

OneDrive &

Connect to your full Microsoft OneDrive. You will be asked to grant Galaxy permission to access files
across your OneDrive, not just the Galaxy app folder.

OneDrive @
Connect to the Galaxy folder in your Microsoft OneDrive. Galaxy will only access its own app folder, not the
rest of your OneDrive.

IIIF Manifest =%

Presentation API manifest. I1IIF is a framework used by museums, libraries, and archives to deliver high-
quality digital images of cultural heritage materials through a standardized API. You can find public TIIF
resources at https:/iiif io/guides/finding_resources/.

The images imported from the I1IF manifest will be added to your Galaxy history as new datasets, allowing
you to analyze and work with them using Galaxy's tools and workflows.

ARC 7%

Connect to a DataHub/GitLab instance using arcis-fsspec.

Common Crawl &

Common Crawl is an open repository of web crawl data containing petabytes of web pages collected since
2684

Use this plugin to browse archived crawl releases and navigate to individual WARC, WET, or WAT files that
can be imported inte Galaxy histories.

CKAN &5

CKAN is an open-source data portal platform for managing and sharing datasets. This configuration allows
you to connect Galaxy to a CKAN instance of your choice.



ALBERT-LUDWIGS-

uNwERQITAT FREIBURG

D Ee0SC

36 months (started last week) to:

TRACK SMARTER Make energy use visible, measurable and FAIR

A
& o 1l

TRANSFER LESS  Move only the necessary data

Optimise storage footprints with storage classes
and modern file formats

Reduce redundant processing and allocate PROJECT PARTNERS

European research infrastructures EURO
BIOIMAGING

Eoen @z W el o sosn

N EO0SC | EuroScienceGateway .
.
4% PULGAR = Galaxy

-This project is funded by the European Union’s HORIZON-INFRA-2025-01-TECH-01 under Grant Agreement number 101057388.

- right-sized resources
DRIVE CHANGE Raise awareness an_d drive adoption into % ceshet i %%T%aagmg Nie (C édrn

* X %

*
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Sustainable Scientific Workflows for Research
Infrastructures
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C/DEe0OSC  The Galaxy Europe team at this meeting

Pavankumar Videm Wolfgang Maier

Find us at the booths of the EOSC Nodes: Germany or Life Sciences Connect

Contact details at: galaxyproject.org/eu/people
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